Bl01411: Bioinformatics
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10:00-12:00 P.Pavlidis Aw08. H/Y
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10:00-14:00 Omics TEXVLKEC Kal avaAuon
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14:00-16:00 P.Pavlidis AlB8. H/Y
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10:00-13:00 s-c RNAseq and "velocity" analysis
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15:00-18:00 Pairwise and Multiple alignment. Sequence Searches (BLAST) -I. lliopoulos A8. H/Y
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Databases in Biology. Complex searches in literature databases. Sequence databases and databases of more complex

15:00-18:00 . . . -
biological data (Pubmed OMIM, STRING, Uniprot etc)- I. lliopoulos A8. H/Y




